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<160> 112 

<170> Patentln version 3.2 

<210> 1 

<211> 1119 

<212> DNA 

<213> Homo sapiens 

<400> 1 



atgttagcca 


a cage t cct c 


aaccaacagt 


t ctgt t ct cc 


cgtgtcctga 


ctarraarrt 

^- C-l v^- \^ CI v_-» 


60 


acccaccgcc 


tgcacttggt 


ootctacaac 


1 1 a a t no t crcr 


c\~acccincict~ 

L_ w ^ — - V-r V_J \-J \J V— 


\_- l_ ^ CX Q 


120 


gcgctagccc 


tctgggtctt 


cctgcgcgcg 


ctgcgcgtgc 


actcggtggt 


gagcgtgtac 


180 


atgtgtaacc 


tggcggccag 


cgacctgctc 


ttcaccctct 


cgctgcccgt 


tcgtctctcc 


240 


tactacgcac 


tgcaccactg 


gcccttcccc 


gacctcctgt 


gccagacgac 


gggcgccatc 


300 


ttccagatga 


acatgtaegg 


cagctgcatc 


ttcctgatgc 


teatcaaegt 


ggaccgctac 


360 


gccgccatcg 


tgcacccgct 


gcgactgcgc 


cacctgcggc 


ggccccgcgt 


ggcgcggctg 


420 


ctctgcctgg 


gcgtgtgggc 


gctcatcctg 


gtgtttgccg 


tgcccgccgc 


ccgcgtgcac 


480 


aggccctcgc 


gttgeegcta 


ccgggacctc 


gaggtgegee 


tatgettega 


gagcttcagc 


540 


gacgagctgt 


ggaaaggcag 


gctgctgccc 


ctcgtgctgc 


tggecgagge 


gctgggcttc 


600 


ctgctgcccc 


tggcggcggt 


ggtctactcg 


tegggecgag 


tcttctggac 


gctggcgcgc 


660 


cccgacgcca 


cgcagagcca 


geggeggegg 


aagaccgtgc 


gcctcctgct 


ggctaacctc 


720 


gtcatcttcc 


tgctgtgctt 


cgtgccctac 


aacagcacgc 


tggeggtcta 


egggctgetg 


780 


cggagcaagc 


tggtggcggc 


cagcgtgcct 


gcccgcgatc 


gcgtgcgcgg 


ggtgctgatg 


840 


gtgatggtgc 


tgctggccgg 


cgccaactgc 


gtgctggacc 


cgctggtgta 


ctactttagc 


900 


gccgagggct 


tccgcaacac 


cctgcgcggc 


ctgggcactc 


cgcaccgggc 


caggacctcg 


960 


gccaccaacg 


ggacgeggge 


ggcgctcgcg 


caatccgaaa 


ggtccgccgt 


caccaccgac 


1020 


gccaccaggc 


cggatgccgc 


cagtcagggg 


ctgctccgac 


cctccgactc 


ccactctctg 


1080 



tcttccttca cacagtgtcc ccaggattcc gccctctga 



1119 



<210> 2 

<211> 372 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Ala Asn Ser Ser Ser Thr Asn Ser Ser Val Leu Pro Cys Pro 
15 10 15 



Asp Tyr Arg Pro Thr His Arg Leu His Leu Val Val Tyr Ser Leu Val 
20 25 " 30 



Leu Ala Ala Gly Leu Pro Leu Asn Ala Leu Ala Leu Trp Val Phe Leu 
35 40 45 



Arg Ala Leu Arg Val His Ser Val Val Ser Val Tyr Met Cys Asn Leu 
50 55 60 



Ala Ala Ser Asp Leu Leu Phe Thr Leu Ser Leu Pro Val Arg Leu Ser 
65 70 75 80 



Tyr Tyr Ala Leu His His Trp Pro Phe Pro Asp Leu Leu Cys Gin Thr 
85 90 95 



Thr Gly Ala lie Phe Gin Met Asn Met Tyr Gly Ser Cys lie Phe Leu 
100 ' 105 ~ ~ 110 



Met Leu lie Asn Val Asp Arg Tyr Ala Ala lie Val His Pro Leu Arg 
115 120 125 



Leu Arg His Leu Arg Arg Pro Arg Val Ala Arg Leu Leu Cys Leu Gly 
130 135 140 



Val Trp Ala Leu lie Leu Val Phe Ala Val Pro Ala Ala Arg Val His 
145 150 155 " 160 



Arg Pro Ser Arg Cys Arg Tyr Arg Asp Leu Glu Val Arg Leu Cys Phe 
165 170 175 



Glu Ser Phe Ser Asp Glu Leu Trp Lys Gly Arg Leu Leu Pro Leu Val 
180 185 190 



2 



Leu Leu Ala Glu Ala Leu Gly Phe Leu Leu Pro Leu Ala Ala Val Val 
195 200 205 



Tyr Ser Ser Gly Arg Val Phe Trp Thr Leu Ala Arg Pro Asp Ala Thr 
210 215 220 



Gin Ser Gin Arg Arg Arg Lys Thr Val Arg Leu Leu Leu Ala Asn Leu 
225 230 235 240 



Val He Phe Leu Leu Cys Phe Val Pro Tyr Asn Ser Thr Leu Ala Val 
245 250 255 



Tyr Gly Leu Leu Arg Ser Lys Leu Val Ala Ala Ser Val Pro Ala Arg 
260 265 270 



Asp Arg Val Arg Gly Val Leu Met Val Met Val Leu Leu Ala Gly Ala 
275 280 285 



Asn Cys Val Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ala Glu Gly Phe 
290 295 300 



Arg Asn Thr Leu Arg Gly Leu Gly Thr Pro His Arg Ala Arg Thr Ser 
305 310 315 320 



Ala Thr Asn Gly Thr Arg Ala Ala Leu Ala Gin Ser Glu Arg Ser Ala 
325 330 335 



Val Thr Thr Asp Ala Thr Arg Pro Asp Ala Ala Ser Gin Gly Leu Leu 
340 345 350 



Arg Pro Ser Asp Ser His Ser Leu Ser Ser Phe Thr Gin Cys Pro Gin 
355 360 365 



Asp Ser Ala Leu 
370 



<210> 3 

<211> 3379 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gcgtccgaaa aaaaaagaaa ttcctttaca tactacaaca tgaatagatc ttggaaacat 60 



3 



tatgctaagt 


gaaataaacc 


agacacaaaa 


ggacaaatat 


tgtatgattc 


cactcatatg 


120 


aggtatctag 


aataggcaaa 


ttcattgaga 


cagaaagtag 


actagaacca 


gaagctgaat 


180 


ggggtgcggt 


gggtagtact 


gcttaatgac 


tgcagagttg 


ttgcttggtt 


gatgaaaaag 


240 


ttctatttct 


ggaaacagag 


agtggtgacg 


gttaagcaac 


actgtcttgg 


tcttttttgt 


300 


tgttgttgtt 


gtttttgaga 


cggactctca 


ctctgtctcc 


caggccggag 


tgcgatggat 


360 


tagacctgct 


aggggagcac 


ttggcaaaac 


tcaacccaca 


gggccttccc 


ctgcctagca 


420 


agactgtgct 


gtcaaattta 


ttcacatgtg 


gctctggtca 


agactagcat 


gcaatcagcc 


480 


tatgagggca 


ttattatatt 


attattccca 


ttttacagat 


gaagaaactg 


agaagtcaaa 


540 


ccattaagct 


gaacccagtt 


tgctttgacc 


acaaatccag 


ccctcacagg 


cgcagtgatg 


600 


catgtgatgc 


gtaaggctgg 


gatgttgttc 


tgtatttggg 


agttttgttt 


gcttgtttgc 


660 


ttgtctgaca 


tggagtctca 


ctctgtcacc 


caggctggag 


tgcagtggcg 


tgatctcggc 


720 


tcactgcaac 


ctccgcctcc 


cgggttcaag 


gactctcctg 


ctgcagcctc 


ccatgtactc 


780 


aaagagtttg 


acctttattc 


tttggataat 


gaggagctag 


cctagcacct 


ggtccaagga 


840 


ggtgctccat 


aagaccacct 


attgatttgt 


gcttattatc 


tgtctccctc 


caatggaatg 


900 


taaaggaggt 


gggggcaaag 


actttttgct 


ttgttccctg 


ctgtgaacat 


gcctggaact 


960 


ttctatgagc 


tcagtaagca 


aggaaagaag 


gaaggaagag 


atcttgagat 


agtaacagca 


1020 


acctaagcgt 


tttacacacg 


tcatcttaat 


ctccaaacct 


catgaattct 


ctctctctct 


1080 


ctctcatttt 


ttgagacaga 


gtctcgctct 


gtcacccagg 


ctggagtgca 


gtggcgtgat 


1140 


ctcgactcat 


tgcaacctct 


gcctcctgga 


ttcaatcaat 


tctcatgcct 


tagcctactg 


1200 


aggagctggg 


attacaagtg 


cacgccacca 


tacccggcta 


atctttgtat 


ttttagtaga 


1260 


ggcaagattt 


tgtcatgttg 


gccaggttgg 


tcttcaactc 


ctggcctcaa 


gtaatccacc 


1320 


cacatcagcc 


tcccaaagtg 


ctgagatcac 


aggcatgagg 


taccatgcag 


ccgccttttt 


1380 


tttttttttt 


gagatggagt 


ctcgttttgt 


tacccaggct 


ggagggcagt 


ggtacgatgt 


1440 


cagctcactg 


caacctccgc 


ctcctgggtt 


caagtgattc 


tcctgtgtga 


gcctcctgag 


1500 


tagctgggac 


tacaggtgca 


tgccaccaca 


tctggctaat 


ttttgtattt 


ttagtagaga 


1560 


cagggttttg 


ccaggttggc 


caggctgatc 


tcgaactcct 


gacctcaggt 


gatctgcccg 


1620 


cctcagtctc 


ccaaagtgct 


ggattacagg 


tgtgggccac 


tacgccggcc 


ctggccctct 


1680 


ttctttcttt 


tttgagatgg 


gctcactctg 


tcacccaggc 


aggagtgcag 


tggtgggctt 


1740 



4 



gaggctcact 


gcactgcagc 


ctccacctcc 


ctggagtcaa 


gtgattctct 


cacctcagcc 


1800 


tcacaagtag 


ctgggactac 


gggcatgtgc 


cacaatgcct 


ggctaatttt 


ttaatttttt 


1860 


aatatttttt 


attttatttt 


tttttgagac 


agagtcttgc 


tctgtcaccc 


aqqccqqaqt 

3 3 33 3 


1920 


qcaat qqtqt 


gatctcggct 


cactgcaacc 


t ct gctcaag 


caattctccc 


t gcct tagcc 


1980 


tcctgagtag 


ctgggattac 


aqqcqcctqc 

33 v 3 w ^"3 


caccacgccc 


ggctaatttt 


tttttttttt 


2040 


tagtagagac 


aggattttgc 


catgttggcc 


aqqatqqtct 


caacctcctg 


acctcaggtg 


2100 


atccgcccac 


ctcagcctcc 


caaagtgctc 


ggattacaga 


tgtgagccac 


cacgcccagc 


2160 


cttattttta 


ttttttattt 


tattttattt 


atttattttg 


aqatqqaqtt 

3 3 3 3 


tcactcttgt 


2220 


tgcccaggct 


ggagtgcaat 


qqcqcqatct 


tggctcactg 


caaactccac 


cccccaggtt 


2280 


caagcaattc 


tcctgtctca 


gccccctgag 


taqctqqqat 

3 3 3 3^ *- 


tacaggcgcc 


cgcccctatg 


2340 


ccaggctaat 


ttttggtatt 


ttttttagta 


qaqatqqqqt 


ttcaccatgt 


tggccaagct 


2400 


ggtctcgaac 


tcctgacctc 


aggtgat cca 


cct gcctcgg 


cctcccaaag 


tqct qqqatt 

V ^3 V ^' _ 333 V ^ V ' 


2460 


acaggcgtga 


gccaccgcgc 


ctggctattt 


ttattttttg 


agacagagtt 


tcacttttgt 


2520 


tgtccaggct 


ggaqtqcaat 


ggcacagtct 


cagctcactg 


caacctctgc 


ctcctggttt 


2580 


caagcgattc 


tcctgtctca 


gcctcccgag 


taqctqqqat 

3 333 


tacaqqcqtq 

33 3 ^~ 3 


caccaccacg 


2640 


cccagctaat 


ttttgtattt 


t tagtagaga 


t qqqqttt ca 

3 3 3 3 


ccatattgga 


caqqtt qqt c 

^33 33 ^~ ^ 


2700 


tcgaactcct 


gacctcaggt 


aatccacccg 


cctcggcctc 


ccaaaatgct 


qqqattacaq 

3 3 3 3 


2760 


gtgtgagcca 

— """3 3 


ctgcacctgg 


ccctgtattt 


ttttgtagag 


atggggtttc 


qccqt qttqc 

3 V ^3 3 3 ^ 


2820 


ccaqqctqqt 


ccccaactcc 


taggttcaag 


caattggtct 


gccttggcct 


cccaaagtgc 


2880 


caggattaca 


ggtgtaagcc 


attgcaccca 


gccaagatt a 


atttttttga 


agt cacacaa 


2940 


ctaggcaagt 


tagcaaaacc 


aagatttaaa 


cctaggcatc 


cgagtccctg 


cctt caaacc 


3000 


tgggtgttta 

3 3 3 3 


acactatact 


atatagtcct 


qccqtaqqaa 

3 3 3 3 


cctattctag 


cccaatggca 


3060 


qact t qaqqc 

3 3 3 3 


tgagaaaaga 


ttcagaaggc 


ct qccaqt qq 

3 3 ^33 


agct aaacat 


t tqtqt qt qc 


3120 


agccctgtct 


ctgtataact 


tccggcttgc 


cttcctattc 


caggtctctg 


ctgctgatga 


3180 


agctgtgacc 


aaacgcaccc 


aacccttggc 


agccatctgt 


ccctgcagcc 


atagcccaca 


3240 


ttcccatgac 


ctccctctgc 


ttgttttggg 


accatgtctg 


tacagcctct 


aggccccagc 


3300 


cccggaggtg 


aatgccatgc 


catgattctg 


gtgtgctcca 


tggcatcccc 


agcctagctc 


3360 


ccaatcccac 


tttggcacg 










3379 



5 



<210> 4 

<211> 1302 

<212> DNA 

<213> Homo sapiens 

<400> 4 



acacacatgc 


cattgcgctg 


tccgtgcccg 


actcccaacg 


cctctcgttc 


tgggaggctt 

ZJ ZJ ZJ z> ZD 


60 


acaqqqtqta 


cacacaagaa 


qqtqqqctqq 


gcacttggac 


ctttqqqtqq 

ZJ ZJ ZD Z? ZJ 


caattccagc 


120 


ttagcaacgc 


agaagagtac 


aaagtgtgga 


agccagggcc 


cagggaaggc 


agtgctgctg 


180 


gaaatggctt 


ct t t aaact g 


t gagcacgca 


gagcacccct 


t ctccagcgg 


t qaoaaat aa 


240 


tgcagagagc 


ccacccgtgc 


aqaaaacaqa 


agaggacgaa 


atgcct ttgg 


z) ^zSzizS^-'^zlzyzo 


300 


cattaaactg 


ctaaaagctg 


gttagatgga 


acagaaaat g 


ggcat t ctgg 


at ct aaaccg 


360 


ccacaqqqqc 


ctqaqaqctq 


aagagcacca 


qqtttqqtqq 


acaaagctac 


tgagatgcct 


420 


gttcatctgc 


tgacttctgt 


ctaggctcat 


ggatgccacc 


ccctttcatt 


tcqqcctaqq 


480 


cttcccctgc 


tcaccactga 


ggcctaatac 


aagagttcct 


atggacagaa 


ctacattctt 


540 


tctcgcatag 


tgacttgt ga 


caatttagac 


ttggcatcca 


qcatqqqata 


qttqqqqcaa 


600 


ggcaaaacta 


acttagagtt 


tccccctcaa 


caacatccaa 


gtccaaaccc 


tttttaggtt 


660 


atcctttctt 


ccatcacatc 


cccttttcca 


ggcctcctcc 


attttaggtc 


cttaatattc 


720 


tttctttttc 


tctctctctc 


gtttctctct 


tctctctcct 


ctcctctctc 


ttctcctctt 


780 


ctctctctct 


ccctctctcc 


tttgtccaga 


gtaaggataa 


aattctttct 


actaaagcac 


840 


tggttctcaa 


actttttggt 


ctcagacccc 


actcttagaa 


attgaggatc 


tcaaagagct 


900 


ttgcttatat 


tttgttcttt 


tgatacttac 


catactagaa 


attaaagcga 


atacattttt 


960 


aaaataaata 


cacatgcaca 


cattacatta 


gccatgggag 


caataatgtc 


accacacaca 


1020 


cttcatgaag 


cctctggaaa 


actctacagt 


atacttgtga 


gagaatgaga 


gtgaaaggga 


1080 


caaataacat 


ctgtgtagca 


gtattatgaa 


aatagcttga 


cctcgtggac 


ttcctcagag 


1140 


ggttggtccc 


tggatcacac 


tttgagaacc 


atacttgtcc 


tgaagtattg 


gagttcatgt 


1200 


ctaacttctt 


cccagggcat 


tatgtacagt 


gctttttatt 


actgtgggga 


gagggcagtg 


1260 


ctaaataaat 


taatcactac 


tgataaaaaa 


aaaaaaaaaa 


ag 




1302 



<210> 5 

<211> 80 

<212> DNA 

<213> Artificial 

<220> 



6 



<223> oligonucleotide 
<400> 5 

ccaagctgta gaccaccaag tgcaggcggt gggtaggtcg gtagtcagga cacgggagaa 60 
cagaactgtt ggttgaggag 80 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
<400> 6 

agcccaatgg cagacttgag 20 

<210> 7 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> oligonucleotide 
<400> 7 

ggtgcgtttg gtcacagctt 20 

<210> 8 

<211> 365 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Gly Asn lie Thr Ala Asp Asn Ser Ser Met Ser Cys Thr lie Asp 
1 5 10 15 



His Thr lie His Gin Thr Leu Ala Pro Val Val Tyr Val Thr Val Leu 
20 25 30 



Val Val Gly Phe Pro Ala Asn Cys Leu Ser Leu Tyr Phe Gly Tyr Leu 
35 40 45 



Gin lie Lys Ala Arg Asn Glu Leu Gly Val Tyr Leu Cys Asn Leu Thr 
50 55 60 



Val Ala Asp Leu Phe Tyr lie Cys Ser Leu Pro Phe Trp Leu Gin Tyr 
65 70 75 80 



7 



Val Leu Gin His Asp Asn Trp Ser His Gly Asp Leu Ser Cys Gin Val 
85 90 ~ 95 



Cys Gly lie Leu Leu Tyr Glu Asn lie Tyr lie Ser Val Gly Phe Leu 
100 105 110 



Cys Cys lie Ser Val Asp Arg Tyr Leu Ala Val Ala His Pro Phe Arg 
115 120 125 



Phe His Gin Phe Arg Thr Leu Lys Ala Ala Val Gly Val Ser Val Val 
130 135 140 



lie Trp Ala Lys Glu Leu Leu Thr Ser lie Tyr Phe Leu Met His Glu 
145 150 155 160 



Glu Val lie Glu Asp Glu Asn Gin His Arg Val Cys Phe Glu His Tyr 
165 170 J 175 



Pro lie Gin Ala Trp Gin Arg Ala lie Asn Tyr Tyr Arg Phe Leu Val 
180 185 190 



Gly Phe Leu Phe Pro lie Cys Leu Leu Leu Ala Ser Tyr Gin Gly lie 
195 200 205 



Leu Arg Ala Val Arg Arg Ser His Gly Thr Gin Lys Ser Arg Lys Asp 
210 215 220 



Gin lie Gin Arg Leu Val Leu Ser Thr Val Val He Phe Leu Ala Cys 
225 230 235 240 



Phe Leu Pro Tyr His Val Leu Leu Leu Val Arg Ser Val Trp Glu Ala 
245 250 255 



Ser Cys Asp Phe Ala Lys Gly Val Phe Asn Ala Tyr His Phe Ser Leu 
260 265 270 



Leu Leu Thr Ser Phe Asn Cys Val Ala Asp Pro Val Leu Tyr Cys Phe 
275 280 285 



Val Ser Glu Thr Thr His Arg Asp Leu Ala Arg Leu Arg Gly Ala Cys 
290 295 300 



8 



Leu Ala Phe Leu Thr Cys Ser Arg Thr Gly Arg Ala Arg Glu Ala Tyr 
305 310 315 " 320 



Pro Leu Gly Ala Pro Glu Ala Ser Gly Lys Ser Gly Ala Gin Gly Glu 
325 330 335 



Glu Pro Glu Leu Leu Thr Lys Leu His Pro Ala Phe Gin Thr Pro Asn 
340 345 350 



Ser Pro Gly Ser Gly Gly Phe Pro Thr Gly Arg Leu Ala 
355 360 365 



<210> 9 

<211> 361 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Gly Asn lie Thr Ala Asp Asn Thr Ser Met Asn Cys Asp lie Asp 
1 5 10 15 



His Thr lie His Gin Thr Leu Ala Pro Val Val Tyr Val Met Val Leu 
20 25 30 



Val Val Gly Phe Pro Ala Asn Cys Leu Ser Leu Tyr Tyr Gly Tyr Leu 
35 40 ~ 45 



Gin lie Lys Ala Arg Asn Glu Leu Gly Val Tyr Leu Cys Asn Leu Thr 
50 55 * 60 



Val Ala Asp Leu Phe Tyr lie Cys Ser Leu Pro Phe Trp Leu Gin Tyr 
65 70 75 80 



Val Leu Gin His Asp His Trp Ser His Asp Asp Leu Ser Cys Gin Val 
85 90 95 



Cys Gly lie Leu Leu Tyr Glu Asn lie Tyr lie Ser Val Gly Phe Leu 
100 105 110 



Cys Cys lie Ser lie Asp Arg Tyr Leu Ala Val Ala His Pro Phe Arg 
115 120 125 



Phe His Gin Phe Arg Thr Leu Lys Ala Ala Met Gly Val Ser Ala Leu 



9 



130 135 140 



lie Trp Val Lys Glu Leu Leu Thr Ser lie Tyr Phe Leu Met His Glu 
145 150 155 160 



Glu Val Val Glu Asp Ala Asp Arg His Arg Val Cys Phe Glu His Tyr 
165 170 ' 175 



Pro Leu Glu Pro Arg Gin Arg Gly lie Asn Tyr Tyr Arg Phe Leu Val 
180 185 190 



Gly Phe Leu Phe Pro lie Cys Leu Leu Leu Ala Ser Tyr Arg Gly lie 
195 200 205 



Leu Arg Ala Val Arg Arg Ser His Gly Thr Gin Lys Ser Arg Lys Asp 
210 215 220 



Gin lie Gin Arg Leu Val Leu Ser Thr Val Val lie Phe Leu Ala Cys 
225 230 235 240 



Phe Leu Pro Tyr His Val Leu Leu Leu Val Arg Ser Leu Trp Glu Ser 
245 250 ' 255 



Ser Cys Asp Phe Ala Lys Gly lie Phe Asn Ala Tyr His Phe Ser Leu 
260 265 270 



Leu Leu Thr Ser Phe Asn Cys Val Ala Asp Pro Val Leu Tyr Cys Phe 
275 280 285 



Val Ser Glu Thr Thr His Arg Asp Leu Ala Arg Leu Arg Gly Ala Cys 
290 295 300 



Leu Ala Phe Leu Thr Cys Ala Arg Thr Gly Arg Ala Arg Glu Ala Tyr 
305 310 315 320 



Pro Leu Gly Ala Pro Glu Ala Ser Gly Lys Ser Glu Asp Pro Glu Val 
325 330 335 



Leu Thr Arg Leu His Pro Ala Phe Gin Thr Pro His Pro Pro Gly Met 
340 345 350 



Gly Gly Ser Pro Ala Gly Gly Leu Ser 
355 360 



10 



<210> 10 

<211> 368 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Gly Asp Arg Arg Phe lie Asp Phe Gin Phe Gin Asp Ser Asn Ser 
15 10 15 



Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr Cys lie 
20 25 30 



Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr Ser Val 
35 40 45 



Val Phe lie Leu Gly Leu lie Thr Asn Ser Val Ser Leu Phe Val Phe 
50 55 60 



Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala lie Phe lie Thr Asn 
65 70 75 80 



Leu Ala Val Ser Asp Leu Leu Phe Val Cys Thr Leu Pro Phe Lys lie 
85 90 95 



Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu Cys Lys 
100 105 110 



lie Ser Gly Thr Ala Phe Leu Thr Asn lie Tyr Gly Ser Met Leu Phe 
115 120 " " 125 



Leu Thr Cys lie Ser Val Asp Arg Phe Leu Ala lie Val Tyr Pro Phe 
130 135 140 



Arg Ser Arg Thr lie Arg Thr Arg Arg Asn Ser Ala lie Val Cys Ala 
145 150 155 160 



Gly Val Trp lie Leu Val Leu Ser Gly Gly lie Ser Ala Ser Leu Phe 
165 170 175 



Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Val Cys Phe Glu His Tyr 
180 185 190 



11 



Pro Leu Glu Pro Arg Gin Arg Gly lie Asn Tyr Tyr Arg Phe Leu Val 
195 200 205 



Gly Phe Leu Phe Pro lie Cys Leu Leu Leu Ala Ser Tyr Arg Gly lie 
210 215 220 



Leu Arg Ala Val Arg Arg Ser His Gly Thr Leu Ser Gin lie Gly Thr 
225 230 235 240 



Asn Lys Lys Lys Val Leu Lys Met lie Thr Val His Met Ala Val Phe 
245 250 255 



Val Val Cys Phe Val Pro Tyr Asn Ser Val Leu Phe Leu Tyr Ala Leu 
260 265 270 



Val Arg Ser Gin Ala lie Thr Asn Cys Phe Leu Glu Arg Phe Ala Lys 
275 280 285 



lie Met Tyr Pro lie Thr Leu Cys Leu Ala Thr Leu Asn Cys Cys Phe 
290 295 300 



Asp Pro Phe lie Tyr Tyr Phe Thr Leu Glu Ser Phe Gin Lys Ser Phe 
305 310 315 320 



Tyr lie Asn Ala His lie Arg Met Glu Ser Leu Phe Lys Thr Glu Thr 
325 330 335 



Pro Leu Thr Thr Lys Pro Ser Leu Pro Ala lie Gin Glu Glu Val Ser 
340 345 350 



Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu Glu Ser Thr Phe 
355 360 365 



<210> 11 

<211> 370 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Gly Asp Arg Arg Phe lie Asp Phe Gin Phe Gin Asp Ser Asn Ser 
1 5 10 15 



Ser Leu Arg Pro Arg Leu Gly Asn Ala Thr Ala Asn Asn Thr Cys lie 
20 ~ 25 30 



12 



Val Asp Asp Ser Phe Lys Tyr Asn Leu Asn Gly Ala Val Tyr Ser Val 
35 40 45 



Val Phe lie Leu Gly Leu lie Thr Asn' Ser Val Ser Leu Phe Val Phe 
50 55 60 



Cys Phe Arg Met Lys Met Arg Ser Glu Thr Ala lie Phe lie Thr Asn 
65 70 75 80 



Leu Ala Val Ser Asp Leu Leu Phe Val Cys ^Thr Leu Pro Phe Lys lie 
85 90 95 



Phe Tyr Asn Phe Asn Arg His Trp Pro Phe Gly Asp Thr Leu Cys Lys 
100 105 110 



lie Ser Gly Thr Ala Phe Leu Thr Asn lie Tyr Gly Ser Met Leu Phe 
115 120 125 



Leu Thr Cys lie Ser Val Asp Arg Phe Leu Ala lie Val Tyr Pro Phe 
130 135 140 



Arg Ser Arg Thr lie Arg Thr Arg Arg Asn Ser Ala lie Val Cys Ala 
145 150 155 * 160 



Gly Val Trp lie Leu Val Leu Ser Gly Gly lie Ser Ala Ser Leu Phe 
165 170 175 



Ser Thr Thr Asn Val Asn Asn Ala Thr Thr Thr Cys Phe Glu Gly Phe 
180 185 190 



Ser Lys Arg Val Trp Lys Thr Tyr Leu Ser Lys lie Thr lie Phe lie 
195 200 205 



Glu Val Val Gly Phe lie lie Pro Leu lie Leu Asn Val Ser Cys Ser 
210 215 220 



Ser Val Val Leu Arg Thr Leu Arg Lys Pro Ala Thr Leu Ser Gin lie 
225 230 235 240 



Gly Thr Asn Lys Lys Lys Val Leu Lys Met lie Thr Val His Met Ala 
245 250 255 



13 



Val Phe ValVal Cys Phe Val Pro Tyr Asn Ser Val Leu Phe Leu Tyr 
260 265 270 



Ala Leu Val Arg Ser Gin Ala lie Thr Asn Cys Phe Leu Glu Arg Phe 
275 280 285 



Ala Lys lie Met Tyr Pro lie Thr Leu Cys Leu Ala Thr Leu Asn Cys 
290 295 300 



Cys Phe Asp Pro Phe lie Tyr Tyr Phe Thr Leu Glu Ser Phe Gin Lys 
305 310 315 320 



Ser Phe Tyr lie Asn Ala His lie Arg Met Glu Ser Leu Phe Lys Thr 
325 330 335 



Glu Thr Pro Leu Thr Thr Lys Pro Ser Leu Pro Ala lie Gin Glu Glu 
340 345 350 



Val Ser Asp Gin Thr Thr Asn Asn Gly Gly Glu Leu Met Leu Glu Ser 
355 360 365 



Thr Phe 
370 



<210> 12 

<211> 308 

<212> PRT 

<213> chicken 

<400> 12 

Met Val Ser Ser Asn Cys Ser Thr Glu Asp Ser Phe Lys Tyr Thr Leu 
1 5 10 ■ ^15 



Tyr Gly Cys Val Phe Ser Met Val Phe Val Leu Gly Leu lie Ala Asn 
20 25 30 



Cys Val Ala lie Tyr lie Phe Thr Phe Thr Leu Lys Val Arg Asn Glu 
35 40 45 



Thr Thr Thr Tyr Met Leu Asn Leu Ala lie Ser Asp Leu Leu Phe Val 
50 55 60 



Phe Thr Leu Pro Phe Arg lie Tyr Tyr Phe Val Val Arg Asn Trp Pro 



14 



65 



70 



75 



80 



Phe Gly Asp Val Leu Cys Lys lie Ser Val Thr Leu Phe Tyr Thr Asn 
85 90 95 



Met Tyr Gly Ser lie Leu Phe Leu Thr Cys lie Ser Val Asp Arg Phe 
100 105 110 



Leu Ala lie Val His Pro Phe Arg Ser Lys Thr Leu Arg Thr Lys Arg 
115 120 125 



Asn Ala Arg lie Val Cys Val Ala Val Trp lie Thr Val Leu Ala Gly 
130 135 140 



Ser Thr Pro Ala Ser Phe Phe Gin Ser Thr Asn Arg Gin Asn Asn Thr 
145 150 155 160 



Glu Gin Arg Thr Cys Phe Glu Asn Phe Pro Glu Ser Thr Trp Lys Thr 
165 170 " 175 



Tyr Leu Ser Arg lie Val lie Phe lie Glu lie Val Gly Phe ' Phe lie 
180 185 " 190 



Pro Leu lie Leu Asn Val Thr Cys Ser Thr Met Val Leu Arg Thr Leu 
195 200 205 



Asn Lys Pro Leu Thr Leu Ser Arg Asn Lys Leu Ser Lys Lys Lys Val 
210 215 220 



Leu Lys Met lie Phe Val His Leu Val lie Phe Cys Phe Cys Phe Val 
225 230 235 240 



Pro Tyr Asn lie Thr Leu lie Leu Tyr Ser Leu Met Arg Thr Gin Thr 
245 250 " 255 



Trp lie Asn Cys Ser Val Val Thr Ala Val Arg Thr Met Tyr Pro Val 
260 265 270 



Thr Leu Cys lie Ala Val Ser Asn Cys Cys Phe Asp Pro lie Val Tyr 
275 280 ' ~ 285 



Tyr Phe Thr Ser Asp Thr Asn Ser Glu Leu Asp Lys Lys Gin Gin Val 
290 295 300 



15 



His Gin Asn Thr 
305 



<210> 13 

<211> 344 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Val Ser Val Asn Ser Ser His Cys Phe Tyr Asn Asp Ser Phe Lys 
1 5 10 15 



Tyr Thr Leu Tyr Gly Cys Met Phe Ser Met Val Phe Val Leu Gly Leu 
20 25 30 



Val Ser Asn Cys Val Ala lie Tyr lie Phe lie Cys Val Leu Lys Val 
35 4 0 4 5 



Arg Asn Glu Thr Thr Thr Tyr Met lie Asn Leu Ala Met Ser Asp Leu 
50 55 60 



Leu Phe Val Phe Thr Leu Pro Phe Arg lie Phe Tyr Phe Thr Thr Arg 
65 70 75 80 



Asn Trp Pro Phe Gly Asp Leu Leu Cys Lys lie Ser Val Met Leu Phe 
85 90 95 



Tyr Thr Asn Met Tyr Gly Ser lie Leu Phe Leu Thr Cys. lie Ser Val 
100 105 " 110 



Asp Arg Phe Leu Ala lie Val Tyr Pro Phe Lys Ser Lys Thr Leu Arg 
115 120 125 



Thr Lys Arg Asn Ala Lys lie Val Cys Thr Gly Val Trp Leu Thr Val 
130 ^ 135 " " 14 0 



lie Gly Gly Ser Ala Pro Ala Val Phe Val Gin Ser Thr His Ser Gin 
145 150 155 160 



Gly Asn Asn Ala Ser Glu Ala Cys Phe Glu Asn Phe Pro Glu Ala Thr 
165 170 175 



16 



Trp Lys Thr Tyr Leu Ser Arg lie Val lie Phe lie Glu lie Val Gly 
180 185 190 



Phe Phe lie Pro Leu lie Leu Asn Val Thr Cys Ser Ser Met Val Leu 
195 200 205 



Lys Thr Leu Thr Lys Pro Val Thr Leu Ser Arg Ser Lys lie Asn Lys 
210 215 220 



Thr Lys Val Leu Lys Met lie Phe Val His Leu lie lie Phe Cys Phe 
225 230 235 240 



Cys Phe Val Pro Tyr Asn lie Asn Leu lie Leu Tyr Ser Leu Val Arg 
245 250 " 255 



Thr Gin Thr Phe Val Asn Cys Ser Val Val Ala Ala Val Arg Thr Met 
260 265 270 



Tyr Pro lie Thr Leu Cys lie Ala Val Ser Asn Cys Cys Phe Asp Pro 
275 280 285 



lie Val Tyr Tyr Phe Thr Ser Asp Thr lie Gin Asn Ser lie Lys Met 
290 295 300 



Lys Asn Trp Ser Val Arg Arg Ser Asp Phe Arg Phe Ser Glu Val His 
305 310 315 320 



Gly Ala Glu Asn Phe lie Gin His Asn Leu Gin Thr Leu Lys Ser Lys 
325 330 J 335 



lie Phe Asp Asn Glu Ser Ala Ala 
340 



<210> 14 

<211> 339 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Asn Gly Leu Glu Val Ala Pro Pro Gly Leu lie Thr Asn Phe Ser 
1 5 10 15 



Leu Ala Thr Ala Glu Gin Cys Gly Gin Glu Thr Pro Leu Glu Asn Met 
20 25 30 



17 



Leu Phe Ala Ser Phe Tyr Leu Leu Asp Phe lie Leu Ala Leu Val Gly 
35 40 45 



Asn Thr Leu Ala Leu Trp Leu Phe lie Arg Asp His Lys Ser Gly Thr 
50 55 60 



Pro Ala Asn Val Phe Leu Met His Leu Ala Val Ala Asp Leu Ser Cys 
65 70 75 80 



Val Leu Val Leu Pro Thr Arg Leu Val Tyr His Phe Ser Gly Asn His 
85 90 95 



Trp Pro Phe Gly Glu lie Ala Cys Arg Leu Thr Gly Phe Leu Phe Tyr 
100 105 " 110 



Leu Asn Met Tyr Ala Ser lie Tyr Phe Leu Thr Cys lie Ser Ala Asp 
115 ^ 120 125 



Arg Phe Leu Ala lie Val His Pro Val Lys Ser Leu Lys Leu Arg Arg 
130 135 140 



Pro Leu Tyr Ala His Leu Ala Cys Ala Phe Leu Trp Val Val Val Ala 
145 150 155 160 



Val Ala Met Ala Pro Leu Leu Val Ser Pro Gin Thr Val Gin Thr Asn 
165 170 175 



His Thr Val Val Cys Leu Gin Leu Tyr Arg Glu Lys Ala Ser His His 
180 185 190 



Ala Leu Val Ser Leu Ala Val Ala Phe Thr Phe Pro Phe lie Thr Thr 
195 200 205 



Val Thr Cys Tyr Leu Leu lie lie Arg Ser Leu Arg Gin Gly Leu Arg 
210 " 215 220 



Val Glu Lys Arg Leu Lys Thr Lys Ala Val Arg Met lie Ala lie Val 
225 230 235 240 



Leu Ala lie Phe Leu Val Cys Phe Val Pro Tyr His Val Asn Arg Ser 
245 250 255 



18 



Val Tyr Val Leu His Tyr Arg Ser His Gly Ala Ser Cys Ala Thr Gin 
260 265 270 



Arg lie Leu Ala Leu Ala Asn Arg lie Thr Ser Cys Leu Thr Ser Leu 
275 280 ~ 285 



Asn Gly Ala Leu Asp Pro lie Met Tyr Phe Phe Val Ala Glu Lys Phe 
290 295 300 



Arg His Ala Leu Cys Asn Leu Leu Cys Gly Lys Arg Leu Lys Gly Pro 
305 310 315 320 



Pro Pro Ser Phe Glu Gly Lys Thr Asn Glu Ser Ser Leu Ser Ala Lys 
325 330 335 



Ser Glu Leu 



<210> 15 

<211> 361 

<212> PRT 

<213> rat 

<400> 15 

Met Thr Ser Ala Glu Ser Leu Leu Phe Thr Ser Leu Gly Pro Ser Pro 
15 10 J 15 



Ser Ser Gly Asp Gly Asp Cys Arg Phe Asn Glu Glu Phe Lys Phe lie 
20 25 30 



Leu Leu Pro Met Ser Tyr Ala Val Val Phe Val Leu Gly Leu Ala Leu 
35 40 45 



Asn Ala Pro Thr Leu Trp Leu Phe Leu Phe Arg Leu Arg Pro Trp Asp 
50 55 60 



Ala Thr Ala Thr Tyr Met Phe His Leu Ala Leu Ser Asp Thr Leu Tyr 
65 70 75 80 



Val Leu Ser Leu Pro Thr Leu Val Tyr Tyr Tyr Ala Ala Arg Asn His 
8 5 90 95 



Trp Pro Phe Gly Thr Gly Leu Cys Lys Phe Val Arg Phe Leu Phe Tyr 



19 



100 



105 



110 



Trp Asn Leu Tyr Cys Ser Val Leu Phe Leu Thr Cys lie Ser Val His 
115 120 ~ 125 



Arg Tyr Leu Gly lie Cys His Pro Leu Arg Ala lie Arg Trp Gly Arg 
130 135 140 ' 



Pro Arg Phe Ala Ser Leu Leu Cys Leu Gly Val Trp Leu Val Val Ala 
145 150 155 160 



Gly Cys Leu Val Pro Asn Leu Phe Phe Val Thr Thr Asn Ala Asn Gly 
165 170 175 



Thr Thr lie Leu Cys His Asp Thr Thr Leu Pro Glu Glu Phe Asp His 
180 185 190 



Tyr Val Tyr Phe Ser Ser Ala Val Met Val Leu Leu Phe Gly Leu Pro 
195 200 205 



Phe Leu lie Thr Leu Val Cys Tyr Gly Leu Met Ala Arg Arg Leu Tyr 
210 215 220 



Arg Pro Leu Pro Gly Ala Gly Gin Ser Ser Ser Arg Leu Arg Ser Leu 
225 230 235 " 240 



Arg Thr lie Ala Val Val Leu Thr Val Phe Ala Val Cys Phe Val Pro 
245 250 ~ 255 



Phe His lie Thr Arg Thr lie Tyr Tyr Gin Ala Arg Leu Leu Gin Ala 
260 265 J 270 



Asp Cys His Val Leu Asn lie Val Asn Val Val Tyr Lys Val Thr Arg 
275 280 " 285 



Pro Leu Ala Ser Ala Asn Ser Cys Leu Asp Pro Val Leu Tyr Leu Phe 
290 295 300 



Thr Gly Asp Lys Tyr Arg Asn Gin Leu Gin Gin Leu Cys Arg Gly Ser 
305 310 315 " 320 



Lys Pro Lys Pro Arg Thr Ala Ala Ser Ser Leu Ala Leu Val Thr Leu 
325 330 335 



20 



His Glu Glu Ser lie Ser Arg Trp Ala Asp Thr His Gin Asp Ser Thr 
340 345 350 



Phe Ser Ala Tyr Glu Gly Asp Arg Leu 
355 360 



<210> 16 

<211> 388 

<212> PRT 

<213> Homo sapiens 



<400> 16 

Met Ser Ala Pro Ser Thr Leu Pro Pro Gly Gly Glu Glu Gly Leu Gly 
15 10 15 



Thr Ala Trp Pro Ser Ala Ala Asn Ala Ser Ser Ala Pro Ala Glu Ala 
20 25 30 



Glu Glu Ala Val Ala Gly Pro Gly Asp Ala Arg Ala Ala Gly Met Val 
35 40 45 



Ala lie Gin Cys lie Tyr Ala Leu Val Cys Leu Val Gly Leu Val Gly 
50 55 60 



Asn Ala Leu Val lie Phe Val lie Leu Arg Tyr Ala Lys Met Lys Thr 
65 70 75 ~ 80 



Ala Thr Asn lie Tyr Leu Leu Asn Leu Ala Val Ala Asp Glu Leu Phe 
8 5 90 95 



Met Leu Ser Val Pro Phe Val Ala Ser Ser Ala Ala Leu Arg His Trp 
100 105 110 



Pro Phe Gly Ser Val Leu Cys Arg Ala Val Leu Ser Val Asp Gly Leu 
115 120 125 



Asn Met Phe Thr Ser Val Phe Cys Leu Thr Val Leu Ser Val Asp Arg 
130 135 140 



Tyr Val Ala Val Val His Pro Leu Arg Ala Ala Thr Tyr Arg Arg Pro 
145 150 155 160 



21 



Ser Val Ala Lys Leu lie Asn Leu Gly Val Trp Leu Ala Ser Leu Leu 
165 " 170 175 



Val Thr Leu Pro lie Ala lie Phe Ala Asp Thr Arg Pro Ala Arg Gly 
180 185 190 



Gly Gin Ala Val Ala Cys Asn Leu Gin Trp Pro His Pro Ala Trp Ser 
195 200 205 



Ala Val Phe Val Val Tyr Thr Phe Leu Leu Gly Phe Leu Leu Pro Val 
210 215 ~ 220 



Leu Ala lie Gly Leu Cys Tyr Leu Leu lie Val Gly Lys Met Arg Ala 
225 230 235 " 240 



Val Ala Leu Arg Ala Gly Trp Gin Gin Arg Arg Arg Ser Glu Lys Lys 
245 250 ~ 255 



lie Thr Arg Leu Val Leu Met Val Val Val Val Phe Val Leu Cys Trp 
2 60 2 65 27 0 



Met Pro Phe Tyr Val Val Gin Leu Leu Asn Leu Val Val Thr Ser Leu 
275 280 285 



Asp Ala Thr Val Asn His Val Ser Leu lie Leu Ser Tyr Ala Asn Ser 
290 295 300 



Cys Ala Asn Pro lie Leu Tyr Gly Phe Leu Ser Asp Asn Phe Arg Arg 
305 310 315 * 320 



Ser Phe Gin Arg Val Leu Cys Leu Arg Cys Cys Leu Leu Glu Gly Ala 
325 330 335 



Gly Gly Ala Glu Glu Glu Pro Leu Asp Tyr Tyr Ala Thr Ala Leu Lys 
340 345 ~ 350 



Ser Lys Gly Gly Ala Gly Cys Met Cys Pro Pro Leu Pro Cys Gin Gin 
355 360 365 



Glu Ala Leu Gin Pro Glu Pro Gly Arg Lys Arg lie Pro Leu Thr Arg 
370 375 380 



Thr Thr Thr Phe 



22 



385 



<210> 


17 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


17 



Leu Glu Ala Lys lie Trp Val Val Pro Ala Pro Ser 
15 10 



<210> 18 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 18 

Thr Gly Gin Thr Lys lie Trp Tyr Pro His Ser Thr 
15 10 



<210> 


19 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


19 



Val Tyr Ser Lys Val Trp Leu Leu Pro Ala Gly Gin 
1 5 10 



<210> 
<211> 
<212> 
<213> 



20 
12 
PRT 

Artif iical 



<400> 20 



His Leu Lys Val Trp Glu Val Arg Ser Pro Gly Pro 
15 10 



<210> 21 



23 



<211> 
<212> 
<213> 



12 
PRT 

Artificial 



<220> 

<223> peptide 
<400> 21 

Asn Ala Lys Val Trp Thr Val Pro Ser Lys Pro Pro 
15 10 



<210> 22 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 22 

Lys Val Trp lie Pro Thr Ser Thr Trp Leu Gin Thr 
15 10 



<210> 


23 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


23 



Lys Val Trp Ser Leu Asp lie Ser Ala Pro Gin His 
15 10 



<210> 


24 


<211> 


15 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


24 



Ala Asp Val Leu His Ala Thr Pro Ser Glu Lys Val Trp Leu Leu 
15 10 * 15 



<210> 25 
<211> 15 



24 



<212> 
<213> 



PRT 

Artificial 



<220> 

<223> peptide 
<400> 25 

Lys Val Val Asp Ser Asn His Lys Val Trp Leu Val Ser Gin Thr 
15 10 15 



<210> 26 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 26 

Asn His Asp Asn Thr Lys Lys Val Trp lie Leu Ala 
15 10 



<210> 27 

<211> 9 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 



<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa is N or Q 

<400> 27 

Thr Pro His Arg Val Trp Xaa Leu Pro 

1 5 



<210> 28 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 



<400> 28 

cctggcttcc acactttgta etc 23 



25 



<210> 29 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 
<400> 29 

tcccaacgcc tctcgttct 



<210> 30 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 30 

agccgagcca catcgct 



<210> 31 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 
<400> 31 

gtgaccaggc gcccaatac 



<210> 32 

<211> 28 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 
<400> 32 

caaatccgtt gactccgacc ttcacctt 



<210> 33 

<211> 50 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 



<400> 33 

gtccccaagc ttgcaccatg ttagccaaca gctcctcaac caacagttct 



50 



<210> 34 

<211> 72 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
<400> 34 

gtccgcggat ccctacttgt cgtcgtcgtc cttgtagtcc atgagggcgg aatcctgggg 60 
acactgtgtg aa 72 



<210> 35 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 35 

Lys Leu Trp lie Leu Ala Asp Asn Phe Thr Asn Arg 
15 10 



<210> 


36 


<211> 


15 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


36 



lie Asn Ser Pro His Glu Leu Lys Lys Leu Trp Leu Leu Pro Pro 
15 10 15 



<210> 37 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 

<400> 37 

Phe Pro His Lys Leu Trp Val Leu Pro Val Lys Thr 



27 



1 



5 



10 



<210> 


38 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


38 



Lys Leu Trp Thr lie Pro Ser Asn Asp Tyr Pro Pro 
1 5 10 



<210> 


39 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


39 



Lys Leu Trp Glu Leu Tyr Pro Thr Val Pro Ala Gly 
1 5 10 



<210> 40 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 40 

Lys Leu Trp lie Pro His Thr Ser Gin Pro Phe Leu 
15 10 



<210> 41 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 41 

Lys Leu Trp Asp lie Thr Ala Pro Leu Pro Lys Pro 
15 10 



28 



<210> 42 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 42 

Asn Ala Lys Leu Trp Gin lie Pro Ala lie Pro His 
15 10 



<210> 


43 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


43 



Lys Leu Trp Val Pro Gin Asn Arg Pro Glu Leu Val 
15 10 



<210> 


44 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


44 



Lys Leu Trp Glu Leu Tyr Pro Thr Val Pro Ala Gly 
1 5 10 



<210> 45 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 

<400> 45 

Thr Ser Thr Pro His Arg Val Trp Gin Leu Pro Val 
1 5 * 10 



29 



<210> 46 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 46 

Thr Thr Pro His Arg Val Trp Asn Leu Pro Leu Glu Ala Gin Gin 
15 10 15 



<210> 


47 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


47 


ttggaggcga agatttgggt 


<210> 


48 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


48 


actgggcaga ctaagatttg ■ 


<210> 


49 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


49 



36 



36 



gtttattcga aggtttggct gcttccggcg ggtcag 36 



<210> 50 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 



30 



<223> oligonucleotide 
<400> 50 

catcttaagg tgtgggaggt tcggtcgcct gggcct 



<210> 51 

<211> 36 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 
<400> 51 

aatgcgaagg tgtggacggt tccgtcgaag ccgcct 



<210> 52 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 52 

aaggtgtgga ttcctacgag tacttggctg cagact 



<210> 53 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 53 

aaggtttgga gtttggatat ttcggctccg cagcat 



<210> 


54 


<211> 


45 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


54 



gcggatgtgt tgcatgcata cccctctgag aaggtctggc ttctg 



<210> 55 
<211> 45 
<212> DNA 



31 



<213> Artificial 
<220> 

<223> oligonucleotide 

<400> 55 

aaggtggtgg atagtaatca taaggtttgg ctggtttctc agact 

<210> 56 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 56 

aatcatgata atactaagaa ggtttggatt ctggct 



<210> 


57 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


57 



aagctttgga ttctggctga taattttacg aatcgg 



<210> 


58 


<211> 


45 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


58 



attaattctc cgcatgaact taagaagctg tggcttctgc cgcct 



<210> 


59 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


oligonucleotide 


<400> 


59 



tttccgcata agttgtgggt tttgccggtg aagact 



32 



<210> 60 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 60 

aagctgtgga cgattcctag taatgattat ccgcct 

<210> 61 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 61 

aagctttggg agttgtatcc gactgtgccg gctggt 

<210> 62 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 62 

aagctgtgga ttcctcatac ttctcagccg tttctt 

<210> 63 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 63 

aagttgtggg atattacggc tcctttgcct aagcct 

<210> 64 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<400> 64 



ccagcggtgg gaagtgat 



<210> 65 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 65 

caaaggcatt tcgtcctctt ct 



<210> 66 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 66 

ccctctgcac gggtgggctc t 

<210> 67 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 67 

aatgcgaagc tttggtagat tcctgcgatt ccgcat 

<210> 68 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 68 

aagctttggg ttccgcagaa tcgtccggag ctggtg 

<210> 69 

<211> 36 

<212> DNA 

<213> Artificial 



<220> 



<223> oligonucleotide 



<400> 69 

aagctttggg agttgtatcc gactgtgccg gctggt 



36 



<210> 70 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 70 

acttctactc ctcatagggt ttggcagctg cctgtt 36 



<210> 71 

<211> 45 

<212> DNA 

<213> Artificial 

<220> r 

<223> oligonucleotide 



<210> 72 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 72 

gataaaccga tacaattaaa ggctcc 26 



<210> 


73 


<211> 


15 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


73 



Thr His Gly Phe Gly His Arg Val Trp Ser Val Pro Leu Arg Ser 
15 10 15 



<400> 71 

actactcctc atcgtgtatg gaacctgccc ctggaggctc agcag 



45 



<210> 



74 



35 



<211> 15 

<212> PRT 

<213> Artificial 



<220> 

<223> peptide 
<400> 74 

Ser Arg Val Ser Gly Ala Lys Val Trp Phe Leu Ser Asn Trp Ser 
1 5 10 15 



<210> 75 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 75 

Ala Met Asn Ser His Lys lie Trp Met Leu- Pro His 
15 10 



<210> 


76 


<211> 


12 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide 


<400> 


76 



Gly Leu Lys lie Trp Ser Leu Pro Pro His His Gly 
15 10 



<210> 77 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> peptide 
<400> 77 

Lys Val Trp Gin Met Ala Pro Thr Thr Ala Phe Ser 
15 10 



<210> 78 
<211> 36 



36 



<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (1) . . (3) 

<223> This codon may be replaced by TTR 
<220> 

<221> mi sc_f eature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (21) . . (27) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc__f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<220>1 

<221> mi sc_f eature 

<222> (34) . . (36) 

<223> This codon may be replaced by AGY 

<400> 78 

ctngargcna arathtgggt ngtnccngcn ccntcn 36 



<210> 79 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 



37 



<223> 



oligonucleotide 



<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (27) . . (27) 

<223> n is a, c, g, ort 

<220> 

<221> misc_f eature 

<222> (31) . . (33) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_f eature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 79 

gcnggncara cnaarathtg gtayccncay tcnacn 

<210> 80 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
<220> 

<221> mi sc_f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (7) . . (9) 

<223> This codon may be replaced by AGY 



<220> 



<221> 
<222> 
<223> 



misc_f eature 
(15) . . (15) 
n is a, c, g, or t 



<220> 

<221> misc_f eature 

<222> (19) . . (21) 

<223> This codon may be replaced by CTR 
<220> 

<221> misc_feature 

<222> (22) . . (24) 

<223> This codon may be replaced by CTR 
<220> 

<221> mi sc_f eature 

<222> (27) . . (27) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<400> 80 

gtntaytcna argtntggct nctnccngcn ggncar 36 

<210> 81 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (4) . . (6) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc__f eature 

<222> (12) . . (12) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> n is a, c, g, or t 
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<220> 

<221> misc_feature 

<222> (22) . . (24) 

<223> This codon may be replaced by AGR 
<220> 

<221> misc_feature 

<222> (25) . . (27) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 81 

cayctnaarg tntgggargt ncgntcnccn ggnccn 36 



<210> 82 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> n is a, c, g, or t 



40 



<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 



<220> 

<221> misc_f eature 

<222> (25) . . (27) 

<223> This codon may be replaced by AGY 



<220> 

<221> mi sc_f eature 

<222> (33) . . (33) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 82 

aaygcnaarg tntggacngt nccntcnaar ccnccn 36 



<210> .83 

<211> 36 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n is a, c, q f or t 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, q, or t 



<220> 

<221> misc_feature 

<222> (19) . . (21) 

<223> This codon may be replaced by AGY 
<220> 

<221> mi sc_f eature 

<222> (24) . . (24) 
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<223> 



n is a, c, g, or t 



<220> 

<221> misc__f eature 

<222> (28) . . (30) 

<223> This codon may be replaced by TTR 
<220> 

<221> mi sc_f eature 

<222> (36) . . (36) 

<223> n is a, c, q, or t 

<400> 83 

aargtntgga thccnacntc nacntggctn caracn 

<210> 84 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (10) . . (12) 

<223> This codon may be replaced by AGN 
<220> 

<221> misc_feature 

<222> (13) . . (15) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (22) . . (24) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (30) . . (30) 

<223> n is a, c, g, ort 

<400> 84 

aargtntggt cnctngayat htcngcnccn carcay 



<210> 85 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (10) . . (12) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (21) . . (21) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (25) . . (27) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (40) . . (42) 

<223> This codon may be replaced by TTR 
<220> 
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<221> misc_f eature 

<222> (43) . . (45) 

<223> This codon may be replaced by TTR 

<400> 85 

gcngaygtnc tncaygcnac nccntcngar aargtntggc tnctn 45 

<210> 86 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (13) . . (15) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (31) . . (33) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (37) . . (39) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (45) . . (45) 

<223> n is a, c, g, or t 
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<400> 86 

aargtngtng aytcnaayca yaargtntgg ctngtntcnc aracn 



45 



<210> 87 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (31) . . (33) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 87 

aaycaygaya ayacnaaraa rgtntggath ctngcn 36 

<210> 88 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> mi sc_f eature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc__f eature 

<222> (16) . . (18) 

<223> This codon may be replaced by TTR 
<220> 



45 



<221> misc_f eature 

<222> (21) . . (21) 

<223> n is a, c, g, 

<220> 

<221> mi sc_f eature 

<222> (33) . . (33) 

<223> n is a, c, g, 

<220> 

<221> misc_f eature 

<222> (37) . . (39) 

<223> This codon may 

<400> 88 

aarctnttrt ggathctngc 



or t 
or t 

be replaced by AGR 
ngayaaytty acnaaycgn 



<210> 89 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 




<221> 


misc 


<222> 


(7) 


<223> 


This 


<220> 




<221> 


misc 


<222> 


(12)" 


<223> 


n is 


<220> 




<221> 


misc 


<222> 


(19)' 


<223> 


This 


<220> 




<221> 


misc 


<222> 


(28)' 


<223> 


This 


<220> 




<221> 


misc 


<222> 


(34)' 


<223> 


This 


<220> 




<221> 


misc 


<222> 


(37)' 


<223> 


This 



(9) 



• (12) 
a, c, 



(21) 



. (30) 



(36) 



(39) 



or t 
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<220> 

<221> misc_f eature 

<222> (42) . . (42) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (45) . . (45) 

<223> n is a, c, q, or t 

<400> 89 

athaaytcnc cncaygarct naaraarctn tggctnctnc cnccn 4 5 

<210> 90 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (13) . . (15) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (22) . . (24) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, q, or t 
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<400> 90 

ttyccncaya arctntgggt nctnccngtn aaracn 



36 



<210> 91 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (4) . . (6) 

<223> This codon may be replaced by TTR 
<220> 

<221> mi sc_f eature 

<222> (12) . . (12) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (19) . . (21) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 91 

aarctntgga cnathccntc naaygaytay ccnccn 36 



<210> 92 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
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<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(4) . . (6) 

This codon may be replaced by TTR 



misc_f eature 
(13) . . (15) 

This codon may be replaced by TTR 



mi sc_f eature 
(21) . . (21) 
n is a, c, g, or t 



mi sc_f eature 
(24) . . (24) 
n is a, c, g, or t 



mi sc_f eature 
(27) . . (27) 
n is a, c, g, or t 



mi sc_f eature 
(30) . . (30) 
n is a, c, g, or t 



misc_f eature 
(33) . . (33) 
n is a, c, g, or t 



mi sc_f eature 
(36) . . (36) 
n is a, c, g, or t 



<400> 92 

aarctntggg arctntaycc nacngtnccn gcnggn 



36 



<210> 93 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (4) . . (6) 

<223> This codon may be replaced by TTR 



49 



<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (21) . . (21) 

<223> n is a, c, g, ort 

<220> 

<221> misc__f eature 

<222> (22) . . (24) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (34) . . (36) 

<223> This codon may be replaced by TTR 

<400> 93 

aarctntgga thccncayac ntcncarccn ttyctn 36 



<210> 94 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (4) . . (6) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (21).. (21) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (24) . . (24) 
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<223> 



n is a, c, g, or t 



<220> 

<221> misc_f eature 

<222> (25) . . (27) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 94 

aarctntggg ayathacngc nccnctnccn aarccn 

<210> 95 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (10) . . (12) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<400> 95 

aaygcnaarc tntggcarat hccngcnath ccncay 



<210> 96 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(4) . . (6) 

This codon may be replaced by TTR 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(12) . . (12) 
n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(15) . . (15) 
n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(22) . . (24) 

This codon may be replaced by AGR 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(27) . . (21) 
n is a, c, g, or 



<220> 
<221> 
<222> 
<223> 



mi y sc_f eature 
(31).. (33) 

This codon may be replaced by TTR 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(36) . . (36) 
n is a, c, g, or t 



<400> 96 

aarctntggg tnccncaraa ycgnccngar ctngtn 
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<210> 97 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
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<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(4) . . (6) 

This codon may be replaced by TTR 



mi sc_f eature 
(13) . . (15) 

This codon may be replaced by TTR 



<220> 
<221> 
<222> 
<223> 



mi sc__f eature 
(21) . . (21) 
n is a, c, g, 



or t 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(24) . . (24) 
n is a, c, g, 



or t 



<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(27) . . (27) 
n is a, c, g, 



or t 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(30) . . (30) 
n is a, c, g, or t 



misc_f eature 
(33) . . (33) 
n is a, c, g, or t 



misc_f eature 
(36) . . (36) 
n is a, c, g, or t 



<400> 97 

aarctntggg arctntaycc nacngtnccn gcnggn 



36 



<210> 
<211> 
<212> 
<213> 



98 
36 
DNA 

Artificial 



<220> 

<223> oligonucleotide 



<220> 
<221> 



misc feature 
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<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 
<222> (4) . . (6) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n is a, c, q, or t 

<220> 

<221> mi sc_f eature 

<222> (12) . . (12) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 
<222> (16) . . (18) 

<223> This codon may be replaced by AGR 
<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (28) . . (30) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_f eature 

<222> (33).. (33) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (36).. (36) 

<223> n is a, c, q, or t 

<400> 98 

acntcnacnc cncaycgngt ntggcarctn ccngtn 36 

<210> 99 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 
<220> 
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<221> misc_f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (13) . . (15) 

<223> This cocion may be replaced by AGR 
<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (25) . . (27) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc^feature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (31) . . (33) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc^feature 

<222> (39) . . (39) 

<223> n is a, c, g, or t 

<400> 99 

acnacnccnc aycgngtntg gaayctnccn ctngargcnc arcar 45 

<210> 100 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 100 
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actcatggtt ttggtcatcg tgtgtggagt gttccgttgc gttcg 



45 



<210> 101 

<211> 45 

<212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide 



<400> 101 

agtagggtgt ctggtgcgaa ggtttggttt ttgagtaatt ggtct 4 5 



<210> 102 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 102 

gctatgaata gtcataagat ttggatgttg ccgcat 36 



<210> 103 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 103 

ggtctgaaga tttggagttt gccgccgcat catggg 36 



<210> 104 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 

<400> 104 

aaggtttggt agatggcgcc tacgactgcg ttttcg 36 



<210> 105 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 
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<223> 



oligonucleotide 



<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> mis cofeature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (19) . . (21) 

<223> This codon may be replaced by AGR 
<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (28) . . (30) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c f g, or t 

<220> 

<221> misc_feature 

<222> (37) . . (39) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (40) . . (42) 

<223> This codon may be replaced by AGR 
<220> 

<221> misc_feature 

<222> (43) . . (45) 

<223> This codon may be replaced by AGY 
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<400> 105 

acncayggnt tyggncaycg ngtntggtcn gtnccnctnc gnt 



<210> 106 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_f eature 

<222> (1) . . (3) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (4) . . (6) 

<22 3> This codon may be replaced by AGR 



<220> 

<221> mi sc_f eature 

<222> (9) . . (9) 

<223> n is a, c, g, or t 



<220> 

<221> misc^feature 

<222> (10) . . (12) 

<223> This codon may 

<220> 

<221> mi sc_f eature 

<222> (15) . . (15) 

<223> n is a, c, g, 



be replaced by AGY 



or t 



<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 



<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 



<220> 

<221> misc_feature 

<222> (31) . . (33) 

<223> This codon may be replaced by TTR 
<220> 

<221> mis cofeature 

<222> (34) . . (36) 
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<223> This codon may be replaced by AGY 
<220> 

<221> mis cofeature 

<222> (43) . . (45) 

<223> This codon may be replaced by AGY 

<400> 106 

tcncgngtnt cnggngcnaa rgtntggtty ctntcnaayt ggtcn 4 5 



<210> 107 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc^f eature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (10) . . (12) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (28) . . (30) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, ort 

<400> 107 

gcnatgaayt cncayaarat htggatgctn ccncay 36 



<210> 108 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 
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<220> 

<221> misc_f eature 

<222> (4) . . (6) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_f eature 

<222> (16) . . (18) 

<223> This codon may be replaced by AGY 
<220> 

<221> misc_feature 

<222> (19) . . (21) 

<223> This codon may be replaced by TTR 
<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (27) . . (27) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> n is a, c, g, or t 

<400> 108 

ggnctnaara thtggtcnct nccnccncay cayggn 

<210> 109 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t 



<220> 
<221> 
<222> 



mis cofeature 
(21) . . (21) 



<223> 



n is a, c, q, or t 



<220> 

<221> misc_f eature 

<222> (24) . . (24) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (27) . . (27) 

<223> n is a, c, q, or t 

<220> 

<221> mi sc_f eature 

<222> (30) . . (30) 

<223> n is a, c, q, or t 

<220> 

<221> misc_f eature 

<222> (34) . . (36) 

<223> This codon may be replaced by AGY 

<400> 109 

aargtntggc aratggcncc nacnacngcn ttytcn 



<210> 110 

<211> 330 

<212> PRT 

<213> Homo sapiens 

<400> 110 

Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr 
15 10 15 



lie Glu Asn Phe Lys Arg Glu Phe Phe Pro lie Val Tyr Leu lie lie 
20 25 30 



Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser lie Tyr Val Phe Leu 
35 40 ' 45 



Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu 
50 55 60 



Ala lie Ser Asp Leu Leu Phe lie Ser Thr Leu Pro Phe Arg Ala Asp 
65 70 75 80 



Tyr Tyr Leu Arg Gly Ser Asn Trp lie Phe Gly Asp Leu Ala Cys Arg 
85 90 95 
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lie Met Ser Tyr Ser Leu Tyr Val Asn Met Tyr Ser Ser lie Tyr Phe 
100 105 110 



Leu Thr Val Leu Ser Val Val Arg Phe Leu Ala Met Val His Pro Phe 
115 120 125 



Arg Leu Leu His Val Thr Ser lie Arg Ser Ala Trp lie Leu Cys Gly 
130 135 140 



lie lie Trp lie Leu lie Met Ala Ser Ser lie Met Leu Leu Asp Ser 
145 * 150 155 160 



Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 
165 170 175 



Tyr Lys lie Ala Lys Leu Gin Thr Met Asn Tyr lie Ala Leu Val Val 
180 185 ~ 190 



Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser lie Cys Tyr Leu Leu lie 
195 200 205 



lie Arg Val Leu Leu Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val 
210 215 220 



Ser His Arg Lys Ala Leu Thr Thr lie lie lie Thr Leu lie lie Phe 
225 230 235 240 



Phe Leu Cys Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 
245 250 255 



Thr Trp Lys Val Gly Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val 
260 265 270 



lie Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu 
275 280 285 



Tyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu 
290 295 300 



Arg Lys Gly His Pro Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val 
305 310 315 320 



Ser Val Trp Leu Arg Lys Glu Thr Arg Val 
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325 



330 



<210> 111 

<211> 337 

<212> PRT 

<213> Homo sapiens 

<400> 111 

Met Asn Glu Pro Leu Asp Tyr Leu Ala Asn Ala Ser Asp Phe Pro Asp 
15 10 15 



Tyr Ala Ala Ala Phe Gly Asn Cys Thr Asp Glu Asn lie Pro Leu Lys 
20 25 30 



Met His Tyr Leu Pro Val He Tyr Gly He He Phe Leu Val Gly Phe 
35 40 45 



Pro Gly Asn Ala Val Val He Ser Thr Tyr He Phe Lys Met Arg Pro 
50 55 60 



Trp Lys Ser Ser Thr He He Met Leu Asn Leu Ala Cys Thr Asp Leu 
65 70 75 80 



Leu Tyr Leu Thr Ser Leu Pro Phe Leu He His Tyr Tyr Ala Ser Gly 
85 90 95 



Glu Asn Trp He Phe Gly Asp Phe Met Cys Lys Phe He Arg Phe Ser 
100 105 110 



Phe His Phe Asn Leu Tyr Ser Ser He Leu Phe Leu Thr Cys Phe Ser 
115 120 125 



He Phe Arg Tyr Cys Val He He His Pro Met Ser Cys Phe Ser He 
130 135 140 



His Lys Thr Arg Cys Ala Val Val Ala Cys Ala Val Val Trp He lie 
145 150 155 160 



Ser Leu Val Ala Val He Pro Met Thr Phe Leu lie Thr Ser Thr Asn 
165 170 175 



Arg Thr Asn Arg Ser Ala Cys Leu Asp Leu Thr Ser Ser Asp Glu Leu 
180 185 190 
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Asn Thr lie Lys Trp Tyr Asn Leu lie Leu Thr Ala Thr Thr Phe Cys 
195 200 205 



Leu Pro Leu Val lie Val Thr Leu Cys Tyr Thr Thr lie lie His Thr 
210 215 220 



Leu Thr His Gly Leu Gin Thr Asp Ser Cys Leu Lys Gin Lys Ala Arg 
225 230 235 240 



Arg Leu Thr lie Leu Leu Leu Leu Ala Phe Tyr Val Cys Phe Leu Pro 
245 250 255 



Phe His lie Leu Arg Val lie Arg lie Glu Ser Arg Leu Leu Ser lie 
260 265 270 



Ser Cys Ser lie Glu Asn Gin lie His Glu Ala Tyr lie Val Ser Arg 
275 280 285 



Pro Leu Ala Ala Leu Asn Thr Phe Gly Asn Leu Leu Leu Tyr Val Val 
290 295 300 



Val Ser Asp Asn Phe Gin Gin Ala Val Cys Ser Thr Val Arg Cys Lys 
305 310 315 320 



Val Ser Gly Asn Leu Glu Gin Ala Lys Lys lie Ser Tyr Ser Asn Asn 
325 330 335 



Pro 



<210> 112 

<211> 339 

<212> PRT 

<213> Homo sapiens 

<400> 112 

Met Ala Asn Leu Asp Lys Tyr Thr Glu Thr Phe Lys Met Gly Ser Asn 
15 10 15 



Ser Thr Ser Thr Ala Glu lie Tyr Cys Asn Val Thr Asn Val Lys Phe 
20 25 30 



Gin Tyr Ser Leu Tyr Ala Thr Thr Tyr lie Leu lie Phe lie Pro Gly 
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35 



40 



45 



Leu Leu Ala Asn Ser Ala Ala Leu Trp Val Leu Cys Arg Phe lie Ser 
50 55 60 



Lys Lys Asn Lys Ala lie lie Phe Met lie Asn Leu Ser Val Ala Asp 
65 70 75 80 



Leu Ala His Val Leu Ser Leu Pro Leu Arg lie Tyr Tyr Tyr lie Ser 
85 90 95 



His His Trp Pro Phe Gin Arg Ala Leu Cys Leu Leu Cys Phe Tyr Leu 
100 105 110 



Lys Tyr Leu Asn Met Tyr Ala Ser lie Cys Phe Leu Thr Cys lie Ser 
115 " 120 125 



Leu Gin Arg Cys Phe Phe Leu Leu Lys Pro Phe Arg Ala Arg Asp Trp 
130 135 140 



Lys Arg Arg Tyr Asp Val Gly lie Ser Ala Ala lie Trp lie Val Val 
145 150 155 160 



Gly Thr Ala Cys Leu Pro Phe Pro lie Leu Arg Ser Thr Asp Leu Asn 
165 170 175 



Asn Asn Lys Ser Cys Phe Ala Asp Leu Gly Tyr Lys Gin Met Asn Ala 
180 185 190 



Val Ala Leu Val Gly Met lie Thr Val Ala Glu Leu Ala Gly Phe Val 
195 200 205 



lie Pro Val lie lie lie Ala Trp Cys Thr Trp Lys Thr Thr lie Ser 
210 215 220 



Leu Arg Gin Pro Pro Met Ala Phe Gin Gly lie Ser Glu Arg Gin Lys 
225 230 235 240 



Ala Leu Arg Met Val Phe Met Cys Ala Ala Val Phe Phe lie Cys Phe 
245 250 255 



Thr Pro Tyr His lie Asn Phe lie Phe Tyr Thr Met Val Lys Glu Thr 
260 265 " 270 
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lie lie Ser Ser Cys Pro Val Val Arg lie Ala Leu Tyr Phe His Pro 
275 280 285 



Phe Cys Leu Cys Leu Ala Ser Leu Cys Cys Leu Leu Asp Pro lie Leu 
290 295 ~ ** 300 



Tyr Tyr Phe Met Ala Ser Glu Phe Arg Asp Gin Leu Ser Arg His Gly 
305 310 315 320 



Ser Ser Val Thr Arg Ser Arg Leu Met Ser Lys Glu Ser Gly Ser Ser 
325 330 335 



Met lie Gly 
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